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HAW SEQUENCE LISTING DATE: 01/04/2001 

PATENT APPLICATION: US/09/734, 002 TIME: 09:37:13 

.Input: Set : A:\seiki sequence listing. txt 
Output Set: N:\CRP3\01042001\I734002.raw 



SEQUENCE LISTING 
C--> 3 (1) GENERAL INFORMATION: 





5 


(1) 


APPLICANT: Motoharu SETKT et ci.l. 




7 


(i.t) 


TITLE OF INVENTION : NOVEL PROTEIN AND MONOCLONAL 




9 


(ii:t) 


NUMB Rift OF SEQUENCES : 14 




.11 


(iv) 


CORRESPONDENCE ADDRESS : 




12 




(A) ADDRESSEE: Wenderoth, Lind & Ponack, L.L.P. 




13 




(B) STREET: 2033 K Street, N.W., Suite 800 




14 




(C) CITY: Washington 




.15 




(D) STATE: D.C. 




16 




(E) COUNTRY: U.S.A. 




17 




(F) ZIP: 2 0006 




19 


(V) 


COMPUTER READABLE FORM: 




20 




(A) MEDIUM TYPE: Diskette, 3.5 inch, 1.44 mh 




21 




(B) COMPUTER: IBM Compatible 




22 




(C) OPERATING SYSTEM: MS - DOS 




23 




(D) SOFTWARE: Wordperfect 5.1 




3 0 


(vi) 


CURRENT APPLICATION DATA: 


C- - > 


31 




(A) APPLICATION NUMBER: US/09/734,002 


C-- > 


32 




(B) FILING DATE: 12-Dec-2000 




3 3 




( C ) CLASSIFICATION : 




3 5 


(Vii) 


PRIOR APPLICATION DATA : 


C-- > 


36 




(A) APPLICATION NUMBER: PCT/JP96/01956 


C-- > 


37 




(B) FILING DATE: July 12, 1996 


C-~ > 


39 


(viii) 


ATTORNEY/AGENT INFORMATION: 




40 




(A) NAME: Lee Cheng 




4 1 




( B ) REGISTRATION NUMBER : 40,949 




4 2 




(C) REFERENCE/DOCKET NUMBER: 




4 4 


(i.X) 


TELECOMMUNICATION INFORMATION : 




4 5 




(A) TELEPHONE : 202-721-8200 




4 6 




(B) TELEFAX: 2 02-721-8250 




4 7 




(C) TELEX: 



ANTIBODY SPECIFIC THERETO 



Co vvecied tn 

5^ P- 



ERRORED SEQUENCES 

229 (2) INFORMATION FOR SEQ 10 NO: 2: 

231 (i.) SEQUENCE CHARACTERISTICS: 

2 32 (A) LENGTH: 6 07 

2-* 3 (B) TYPE: Amino acid 

2 34 (C) STRANDED NESS: Single 

2^5 ( D ) TOPOLOGY: Linear 

2 7 (it) MOLECULE TYPE: Protein 

239 (vi) ORTG I NAT, SOURCE: 

24 0 (A) ORGANISM: Human 

C-~> 242 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

24 4 Met He Leu Leu Thr Phe Ser Thr Gly Arg Arg Leu Asp Phe Val His 
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RAW SEQUENCE LISTING DATE: 01/04/2001 

PATENT APPLICATION : US/09/7 3 4, 002 TI.Mtf: 09:37:14 

Input: Set : A:\seiki sequence listing.txt 
Output Set: N:\CRF3\01042001\l734002.raw 

24 5 1 5 10 15 

247 His Ser cly Val Phe Phc Leu Gin Thr Leu Leu Trp lie Leu Cys Ala 

248 20 25 30 

250 Thr Val Cys Gly Thr Glu Gin Tyr Phe Asn Val Giu Va.l Trp Leu Gin 

251 3 5 ,4 0 4 5 

253 Lys Tyr Gly Tyr Leu Pro Pro Thr Asp Pro Ary Met Ser Val Leu Arq 
2 54 5 0 55 . (SO 

256 Ser Ala Glu Tin* Met Gin Serbia Leu Ala Ala Met Gin Gin Phe Tvr 

257 65 70 75 80 
259 Gly lie Asn Met Thr Gly Lys Val Asp Arq Asn Thr lie Asp Trp Met 

■ 260 85 90 " 95 

■262 Lys Lys Pro Arq Cys Gly Val Pro Asp Gin Thr Arq Gly Ser Ser Lys 
263 L00 105 ' 110 

265 Phe ills lie Arg Arg Lys Arq Tyr Ala Leu Thr Gly Gin Lys Trp Gin 
26 6 115 12 0 12 5 

268 His Lys His lie Thr Tyr Ser Tie Lys Asn Val Thr Pro Lys Val Gly 

269 130 135 140 

271 Asp Pro Glu Thr Arq Lys Ala lie Arq Arg Ala Phe Asp Val Trp Gin 

272 145 150 :155 1.6 0 

2 74 Asn Val Thr Pro Leu Thr Phe Glu Glu Val Pro Tyr Ser Glu Leu Giu 
275 165 :i 70 175 

277 Asn Gly Lys Arg Asp Val Asp lie Thr lie lie Phe Ala Ser Gly Phe 

278 180 185 190 

28 0 His Gly Asp Ser Ser Pro Phe Asp Gly Giu Gly Glv Phe Leu Ala His 
281 ;i95 200 205 

28 3 Ala Tyr Phe Pro Gly Pro Gly He Gly Gly Asp Thr His Phe Asp Ser 
284 210 215 220 

28 6 Asp Glu Pro Trp Thr Leu Gly Asn Pro Asn His Asp Gly Asn Asp Leu 
287 225 230 235 240 

28 9 Phe Leu Val Ala val His Glu Leu Glv His Ala Leu Gly Leu Glu His 
2^0 245 250 255 

292 Ser Asn Asp Pro Thr Ala He Met Ala Pro Phe Tyr Gin Tyr Met Glu 

293 260 265 270 

295 Thr Asp Asn Phe Lys Leu Pro Asn Asp Asp Leu Gin Gly He Gin Lvs 

296 275 280 285 

298 lie Tyr Gly Pro Pro Asp Lys He Pro Pro Pro Thr Arg Pro Leu Pro 

299 290 295 300 

3 01 Thr Val Pro Pro His Arg Ser lie Pro Pro Ala Asp Pro Arg Lvs Asn 
302 305 310 315 " ' 320 
3 04 Asp Arg Pro Lys Pro Pro Ary Pro Pro Thr Gly Arq Pro Ser Tyr Pro 
305 325 330 ' ' 335 

307 Gly Ala Lys Pro Asn He Cys Asp Gly Asn Phe Asn Thr Leu Ala He 

308 34 0 34 5 350 . 

310 Leu Arg Arg Giu Met Phe Val Phe Lys Asp Gin Trp Phe Trp Arg Val 
3.1 1 355 360 365 

313 Arg Asn Asn Arg Val Met Asp Gly Tyr Pro Met Gin He Thr Tyr Phe 
31yT>»370 375 380 

3 76 Trp jrg Gly Leu Pro Pro Ser He Asp Ala Val Tyr Giu Asn Ser Asp 
-> 3|7 375 J 390 395 400 
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Output Set: N:\CRF3\01042001\I734002.raw 



319 


Gly 


Asn 


Phe 


Val 


Phe 


Phe 


Lys 


Gly 


Asn 


Lys 


Ty r 


Trp 


Val 


Phe 


Lys 


Asp 


3 2 0 










4 05 










410 










415 


3 22 


Thr 


Til r 


Leu 


Gin 


Pro 


Gly 


Tyr 


Pro 


His 


Asp 


Leu 


He 


Thr 


Leu 


Gly 


Ser 


323 








420 










4 25 










430 




3 25 


Gly 


lie 


Pro 


Pro 


His 


Gly 


He 


Asp 


Ser 


Ala 


He 


Trp 


Trp 


Glu 


ASp 


Val 


326 






4 35 










440 










44 5 






328 


Gly 


Lys 


Thr 


Tyr 


Phe 


Phe 


Lys 


Gly 


Asp- Arg 


Ty r 


T rp 


Aiq 


Tyr 


Ser 


Glu 


329 




4 50 










455 










460 








331 


Glu 


Met 


Lys 


Thr 


Met 


Asp 


Pro 


Gly 


Tyr 


Pro 


Lys 


Pro 


He 


Thr 


Va.l 


Trp 


3 32 


46 5 










470 










475 










480 


334 


Lys 


Gly 


I le 


Pro 


Glu 


Ser 


Pro 


Gin 


Gly 


Ala 


Phe 


Val 


His 


Lys 


Glu 


Asn 


335 










485 










490 








4 95 




337 


Gly 


Phe 


Thr 


Tyr 


Phe 


Tyr 


Lys 


Gly 


Lys 


Glu 


Tyr 


Trp 


Lys 


Phe 


Asn 


Asn 


33 8 








5 00 










505 








510 






340 


Gin 


He 


Leu 


Lys 


Val 


Glu 


Pro 


Gly 


His 


Pro 


Arg 


Ser 


He 


Leu 


Lys 


Asp 


341 






515 










520 










52 5 






34 3 


Phe 


Me t 


Gly 


Cys 


Asp 


Gly 


Pro 


Thr 


Asp 


Art] 


val 


Lys 


Glu 


Gly 


His 


Ser 


34 4 




530 










535 










54 0 








34 6 


Pro 


Pro 


Asp 


Asp 


Val 


Asp 


He 


Val 


He 


Lys 


Leu 


Asp 


Asn 


Thr 


Ala 


Ser 


347 


54 5 










550 










555 








560 


349 


Thr 


Val 


Lys 


Ala 


He 


Ala 


He 


Val 


lie 


Pro 


Cys 


He 


Leu 


Ala 


Leu 


Cys 


350 










56 5 










570 










57 5 


352 


Lea 


Leu 


Val 


Leu 


Va.l 


Tyr 


Thr 


Val 


Phe 


Gin 


Phe 


Lys 


Arg 


Lys 


Gly 


Thr 


353 








580 










585 








590 






3 55 


Pro 


Arg 


His 


He 


Leu 


Tyr 


Cys 


Lys 


Arg 


Ser 


Met 


Gin 


Glu 


Trp 


Va.l 




356 






595 










6 00 










605 
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VERIFICATION SUMMARY DAT 12 : 01/04/2001 

PATENT APPLICATION: US/09/7 34, 002 TIME: 09:37:15 

Input Set : A:\seiki sequence listing , txt 
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L,:3 M:220 C: Keyword misspelled or invalid format, [(1) GENERAL I INFORMATION : ] 

L:26 M:220 C: Keyword misspelled or invalid format, [(A) APPLICATION NUMBER : ] 

L : 2 7 H : 2 2 U C : Keyword misspelled or in va lid if o rma t , 1(B) El 1, 1 NG HATE : ] 

li : 3 -I M:220 C: Keyword misspelled or invalid format/ [(A) APPLICATION NUMBER : ] 

L : 3 2 M : 2 2 0 C : Key wor d m i s s p e 1 1 e d o r invalid format, [(B) E I L I N G DATE : ] 

L : 3 9 M : 2 2 0 C : K ey wo r d m iss polled or i n valid f or ma U , [ ( v i .i 1 ) AT'] 'O RN E Y / AG E N T I N EORMAT ION : J 

L;36 M:220 C: Keyword misspelled or invalid format, (A) APPLICATION NUMBER: 

L:37 M:220 C: Keyword m i sspe I led or invalid format, (B) PILING DATE: 

L:62 M:220 C: Keyword misspelled or invalid format, f(xi) SEQUENCE DESCRIPTION : SEQ ID NO:] 



L 


24 2 


M 


220 


C: 


Keyword 


misspelled 


or 


i rival id 


format , 


[(xi) SEQUENCE DESCRIPTION 


. SEQ 


ID 


NO: 


L 


317 


M 


3 32 


E: 


(32) Invalid/Miss iruj Amino Acid Numbering, SEQ ID: 2 








L 


3 70 


M 


220 


C : 


Keyword 


misspelled 


or 


inval i d 


format, 


I ( x i ) S EQU ENCE DESCRI PT TON 


SEQ 


ID 


NO: 


L 


306 


M 


220 


C : 


Keyword 


misspelled 


or 


invalid 


format, 


I ( X 1 ) S EQU ENCE DESCR 1 PT J. ON 


S EQ 


ID 


NO: 


L 


4 01 


M 


22 0 


C: 


Keyword 


miss pel 1 ed 


or 


inval id 


format/ 


[ ( x i ) S EQU E NCE DESCR I P T 1 0 N 


SEQ 


ID 


NO : 


L 


416 


M 


220 


C ; 


Keyword 


misspelled 


or 


invalid 


format, 


f(xi) SEQUENCE 'DESCRIPTION 


SEQ 


ID 


NO : 


L 


4 3 2- 


M 


220 


C : 


Keyword 


m is spelled 


or 


inval id 


format. 


[ ( x i ) S EQU ENCE DES CRT PT T. ON 


SEQ 


ID 


NO : 


L 


4 46 


M 


22 0 


C : 


Keyword 


misspelled 


or 


inval id 


format, 


f (C) STRAND ED N E S S : ] 








L 


44 7 


M 


220 


C : 


Keyword 


misspelled 


or 


invalid 


format , 


[(D) TOPOLOGY: J 








L 


451 


M 


220 


C : 


Keyword 


m i sspelled 


or 


inval id 


format/ 


1 ( x i ) ■ S EQU E NCE DESCRIPTI ON 


SEQ 


ID 


NO : 


L 


462 


M 


220 


C : 


Keyword 


misspelled 


or 


invalid 


format, 


[(C) STRANDEDNESS : j 








L 


463 


M 


220 


C : 


Keyword 


misspelled 


or 


i.nva 1 id 


format, 


[(D) TOPOLOGY : j 








L 


467 


M 


220 


C : 


Keywo rd 


misspelled 


or 


invalid 


format, 


[ (xi) SEQUENCE DESCRIPTION 


SEQ 


ID 


NO : 


L 


473 


M 


220 


C : 


Keyword 


mi sspe! Led 


or 


invalid 


format, 


[(C) STRANDEDNESS : J 








L 


4 79 


M 


22 0 


0 : 


Keyword 


misspelled. 


or 


invalid 


format/ 


[(D) TOPOLOGY : J 








L 


483 


M 


220 


C : 


Keyword 


misspe lied 


or 


invalid 


format, 


\ (xi) S EQ U E N C E D E S C R I P T I ON 


SEQ 


ID 


NO : 


L 


4 94 


M 


220 


C : 


Keyword 


mi sspe I led 


or 


invalid 


format/ 


[(C) STRANDEDNESS : J 








L 


4 95 


M 


22 0 


C : 


Keyword 


misspelled 


or 


invalid 


forma t , 


[(D) TOPOLOGY: j 








L 


4 99 


M 


220 


C : 


Keyword 


mi sspelled 


or 


invalid 


format, 


[ ( x i ) S EQUE N C E D E SCRI P TION 


SEQ 


ID 


NO : 


L 


510 


M 


220 


C : 


Keyword 


miss pel led 


or 


inva lid 


format, 


[ (C) STRANDEDNESS: ] 








L - 


511 


M 


220 


C : 


Keyword 


misspelled 


or 


invalid 


format, 


[(D) TOPOLOGY:] 








L: 


515 


M 


220 


C : 


Keyword 


misspell led 


or 


invalid 


forma t , 


[ ( X i ) S E QU E N CE DESCRI P T 1 0 N 


SEQ 


ID 


NO : 


L: 


5 31 


M 


220 


C : 


Keyword 


m i sspelled 


or 


inval id 


format, 


[ { x i ) S E QUE NCE D ES CRIP T 1 0 N 


SEQ 


ID 


NO : 


L: 


550 


M . 


220 


C: 


'Keyword 


m isspel led 


or 


invn 3 id 


format , 


[(xi) SEQUENCE DESCRIPTION 


SEQ 


ID 


NO : 


L: 


552 


M . 


341 


W : 


(46) "n [ 


or "Xaa" used, for SEQ ID#:1- 
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